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Figure S1 Examples of censored cell size distributions. These mutants’ distributions were too irregular to define a
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daughter cell range, and they were removed from the mutant set analyzed in this paper.
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Figure S2 Budding as a function of size for strain W303a in synthetic complete medium. Cells were cultured and
elutriated on five separate experiments. Every 20 min the fraction of budded cells was measured microscopically (y-
axis), and plotted as a function of the mean cell size of the population (x-axis).
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Figure S3 Correlation of birth size with DNA content. %G1 DNA content values were obtained from (HoosE et al.
2012). In A and B, the data were colored and displayed as in Figure 3, using again the 20% cutoff for birth size
estimates (see Materials and Methods).
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File S1
Gene ontology obtained through yeastmine.yeastgenome.org for the “small” and “large” 20% birth size, x_b,

outliers defined by 5% extremes

File S1 is available for download at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.113.007062/-/DC1.
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Table S1 Statistics of comparisons between different categories of birth size mutants and their corresponding %G1
DNA content

Comparisons Test p-value
t-test 1.3192E-37
Small vs. normal birth size (see Fig. 5A)
Mann-Whitney 5.9898E-26
t-test 0.48
Large vs. normal birth size (see Fig. 5A)
Mann-Whitney 0.22
t-test 2. 7059E-55
Small vs. normal birth size (see Fig. 5B)
Mann-Whitney 8. 1026E-33
t-test 0.53
Large vs. normal birth size (see Fig. 5B)
Mann-Whitney 0.24
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